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LET'S TAKE THE FIRST STEP TOGETHER TOWARDS FINDING
THE ANSWER FOR YOUR PATIENT'S HEALTH CONUNDRUM.

Many patients face important decisions regarding genetic testing options
for their families. For parents who are considering Chromosomal Microarray
Analysis (CMA) for their child, NCGM offers a cost-effective first-tier testing
option that analyzes changes in chromosomes which are not detectable by
karyotyping.

INDICATIONS FOR TESTING (PRENATAL)

Microarray has been recommended by
the American College of Obstetrics
and Gynecology (ACOG) for :

H% Abnormal ultrasound findings
B¥ Abnormal screening tests

Ry Family history of a genetic or
chromosomal abnormality that
is detectable by microarray
technology

Ry History of pregnancy loss

R4y For any patient undergoing
invasive testing

Maternal cell contamination testing is
recommended for all prenatal arrays.

4 ml maternal blood in EDTA required
for the same

FIRST TIER TESTING
RECOMMENDED BY THE EXPERTS
(POSTNATAL)

Chromosomal MicroArray (CMA) is a first-tier
diagnostic test recommended by the
American College of Medical Genetics
(ACMG), the American Academy of
Neurology (AAN), the American Academy of
Pediatrics (AAP) for :

B4 Intellectual disability, development delay
Hu Autism spectrum disorder
Ky Multiple congenital anomalies

B4 Dysmorphism

TYPES OF

ARRAY

Microarray RapidSure Optima (315K)

Microarray RapidSure Deepdive (750K)




ADVANTAGES

Detects aneuploidy (including trisomy and sex chromosome
abnormalities) & triploidy

Identifies sub-microscopic deletions and duplications in regions
known to be associated with well-characterized microdeletion &
microduplication syndromes

Provides enriched coverage of subtelomeric regions, often
undetectable by traditional chromosome analysis

More comprehensive and cost-effective than individual FISH tests

Circumvents cell culture in most cases with more efficient turn-
around times.

Often allows for results on suboptimal specimens for which
chromosome analysis is not feasible

SNP array allows detection of Triploidy, Uniparental disomy & LOH

LIMITATIONS

The minimum resolution required for the reporting of Microarray RapidSure Optima
(315K) is 1 MB for losses, 2 MB for gains, and 5 MB for LOH / AOH for Microarray
RapidSure Optima (315K).

The minimum resolution required for the reporting of Microarray RapidSure Deepdive
(750K) is 200 KB for losses, 200 KB for gains, and 5 MB for LOH / AOH for Microarray
RapidSure Deepdive (750K).
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TEST RESULTS i

indicates no clinically-significant chromosome
abnormalities were identified.

are reported by location in the genome,
including chromosome and size.

DELETION : Part of a chromosome (genetic material) is missing.
Some may be very small and only include one gene and others are
bigger and may involve numerous genes.

DUPLICATION : Extra chromosome material is present in the
patient’'s DNA.

AN ABNORMAL RESULT indicates that a clinically significant
chromosome abnormality was identified that may provide an
explanation for the indications.

Detected Copy Number Variants (CNV) are classified based on the
American College of Medical Genetics and Genomics as
Pathogenic
Likely Pathogenic
Variants of uncertain significance (VUS)

Benign and Likely Benign CNV's are not reported.



SAMPLE TYPE

«  Amniotic fluid : 15 ml in a sterile tube(s)
° Blood:4ml/ EDTA
Fetal product in normal saline with antibiotics

Your
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REQUIRED FORM

The following form can be downloaded via our website
CMA Consent form
Form G (Prenatal)

Form E (Prenatal) Senior Scientist Clinical Geneticist
(Molecular Genetics) g M.D. Pediatrics,
PhD Reproductive Sciences : Fellowship in Medical Genetics
shiva.murarka@supratechlabs.com : udhaya.kotecha@supratechlabs.com
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